conserved domains in the neuroectoderm (e.g. dorso-ventral patterning genes) differ as compared to Drosophila (Wheeler etal., 2005). We assume that temporal changes in spatial cues might influence neuroblast identity. This mechanism might have contributed to evolutionary changes in arthropod neurogenesis. We are therefore analysing the expression pattern of homologues of the Drosophila neuroblast identity genes (e.g. segment polarity genes, dorso-ventral patterning genes) during the whole course of neurogenesis in Tribolium. and compare our data to the remaining arthropod groups. We assume that differences in axonal path finding correlate with changes in the expression of guidance cues or axonal markers.
ment of neural precursors is conserved in all four arthropod groups, the formation of neural precursors is different in chelicerates and myriapods as compared to insects and crustaceans.
Groups of neural precursors are specified in chelicerates and myriapods, while single neural precursors (neuroblasts) arise in the ventral neuroectoderm of the remaining arthropods. However, the number and the arrangement of neuroblasts/neural precursor groups are similar in all arthropods. This raises the question whether these are ancestral features and crustacean and insect neuroblast lineages can be homologised with the neural precursor groups of chelicerates and myriapods. We are therefore analysing the establishment of neural precursor identity in chelicerates and myriapods and compare our data to the well- and compare our data to the remaining arthropod groups. We assume that differences in axonal path finding correlate with changes in the expression of guidance cues or axonal markers.
We expect that our data will uncover conserved features and evolutionary modifications in axonal path finding within the arthropods and contribute to the resolution of arthropod phylogeny. 
